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R4 C57BL/6Smoc-Aire™ ™
SMOCEHS NM-K0O-2112347
MIFH R Embryo cryopreservation
BIEZTFOME
Synonyms -
NCBI ID 11634
Gene Symbol MGI ID 1338803
Aire
Ensembl ID ENSMUSG00000000731
Human Ortholog AIRE
B

Exon 8 of Aire gene was deleted to generate Aire knockout mice.
*Literature published using this strain should indicate: Aire-KO mice (Cat. NO. NM-K0-2112347)
were purchased from Shanghai Model Organisms Center, Inc..
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Note: The expected phenotype(s) may be
observed in the above-mentioned mice that
bred with I11r1-KO(2)(NM-K0O-191194) mice.
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http://www.informatics.jax.org/allele/genoview/MGI:5428441
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