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These strains carry loxP sites flanking exon 1 of Pik3ca gene. When crossed with a Cre
recombinase-expressing strain, this strain is useful in eliminating tissue-specific conditional

expression of Pik3ca gene.

*Literature published using this strain should indicate: Pik3ca-Flox mice (Cat. NO. NM-
CKO-240120) were purchased from Shanghai Model Organisms Center, Inc..
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=gene&cmd=Retrieve&dopt=Graphics&list_uids=18706
http://www.informatics.jax.org/marker/MGI:1206581
http://www.ensembl.org/Mus_musculus/geneview?gene=ENSMUSG00000027665
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Note: The expected phenotype(s) may be
observed in the above-mentioned mice that
bred with MMTV-cre mice.
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